Supplementary Note 1 DIR2s aptamer-Fab BL3-6 interactions:
In the DIR2s-Fab structure, the Fab BL3-6 interacts with its cognate RNA hairpin in a manner similar to that of the previous class I ligase ribozyme and Spinach RNA structures 1, 2 (r.m.s.
deviation of = 0.549 Å) involving four complementarity-determining regions (CDRs), L3 from the light chain and H1, H2 and H3 from the heavy chain ( Supplementary Fig. 2 ). In the crystal lattice, which buries a total of 3160 Å 2 of surface area, the Fab provides most of the crystal contacts, with a total Fab-RNA buried surface area (BSA) 
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Supplementary Table 1 . Summary of SAXS data collection, processing and SAXS-derived parameters for both RNA + OTB-SO3 + Fab and RNA + OTB-SO3 samples. 
Data collection

Instrument
